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Safe Harbor Statement

This Presentation contains certain forward-looking statements that are
based on current expectations and are subject to known and unknown
risks and uncertainties that could cause actual results to differ
materially from those expressed or implied by such statements.

Except as required by law, we undertake no obligation to update any
forward —looking statements, whether as a result of new information,
future events or otherwise.
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Scientech Corp (3583: TT)

SCIENTECH

Company

Establishment 1979/10/17

2013/3/12

Capital NT$ 811 Million

SR H L. Hsieh

President M T HUS

Equipment Manufacturing ~ Wafer Reclaim ~
Trading(Agent/Distributor)
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Business
Overview

Income Statement
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Units : NT $ M 2013 2014 2015 2016 3Q17 | 1Q-3Q17
Revenues 3,068 2,717 2,942 3,495 885 2,428
Gross Profit 983 970 903 1,178 335 864
Operating Expenses 629 673 779 835 215 611
Operating Income 354 297 124 343 120 253
oo e (26) 20 (6) 21 (15) (26)
Income Before Tax 328 317 119 363 105 227
Net Income 249 246 86 292 86 177
EPS 3.11 3.04 1.06 3.60 1.06 2.18
Gross Margin 32.04% | 3571% | 30.69% | 33.71% | 37.91% | 35.60
Operating Margin 11.53% | 10.93% | 4.23% | 9.80% | 13.62% | 10.44%
bt 10.69% | 11.68% | 4.03% | 10.40% | 11.86% | 9.33%
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Units : % 2013 2014 2015 2016 | 10-3Q17 | ©ross

Margin

Trading 59 50 59 51 52 Below
Average

Manufacturing 41 50 41 49 48 Above
Average
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Business
Overview

R&D Expenses

Units : NT$ M 2013 2014 2015 2016 | 10~3Q17
R&D Expenses 131 160 196 226 171

0
Expensesas % |, 574, 5.89% 6.66% 6.48% 7.06%

of Revenue
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Wet Process

Equipmen
Equipment quip :

Manufacturing

Semiconductor and
Optoelectronics
Process Equipment

12” Wafer
Reclaim




Equipment =

Products

Manufacturing s

Wet process equipment
= Single wafer/ Batch type

+ 8”12’ Advanced packaging

(Fan-out ~ Solder Bump -
Copper Pillow ~ Bumping -
Gold Bump ~ RDL ~ TSV
...ect)

+ 67/8”12” Front-end special
process (loT Sensor - Power IC
FP sensor ~ RF ~ CMOS - Touch
Controller ~ MEMS)

+ HB LED fully-automatic process
¢+ MEMS
1I-V

MHM '! -

*



Si Wafer Reclaim &

CIENTECH

Advanced clean technology
2.0nm/ 16nm Particle
I;ow trace metal (<5E9) =

. Complete particle inspection
st (SP1-DLS & SP2)

12" Wafer Reclaim
Capacity: 120K / month

Separated Cu & Non Cu
Line

Complete polishing process ﬁﬂ!;‘!..,ll'jm Super flatness
Single side polish b (GBIR<0.5.m)
Double, side polish
Final Haze polish 10
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Product-based =

. , a Ezstﬁnﬁlgn SCIENTECH

Wet Process Equipment

Front-end Wet Process

\ Equipment
Equipment Wafer Support System
Manufacturing Mass Spectrometer

Semiconductor and
Optoelectronics

Process Equipment
12” Wafer Reclaim

AMOLED eremereronmemenens |
Advanced Process SiC Wafer Reclaim

Miniaturization 12
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All aCromass

AMS-200-1
iInTrap MALDI
Mass Spectrometer

Range: 500-500kDa

Resolution: 10Da@100kDa

Precision: 100Da@100kDa
(for intact protein analysis)
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All Highly Integrated System

acromass

AMS-200-1

o

1D

MS Processor © S| Ze
Sample Holder

Power Management Unit 60 cm W

Turbo Pump RF Amplification Unit Xx50cmD
x50cmH
Sample Inlet Diaphragm Pump
_____ Weight:
<40 Kg

DPSS Laser
349 nm, 120uJd/shot

Vacuum Chamber Lens
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All Compact & Novel Design

acromass

multiple sample inlet !

high-precision
mass analyser !

3D-printed
Knudsen-flow
gas nozzle!

&

highly sensitive
charge detector !!
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Connector for signal and power
Electronic compoenets

Test

input © i IH

Faraday Tray

Faraday tray

el

Charge  g3°
particles :‘."

@

Charge-Voltage

Converter
1st stage
output
RN
|
Fore housw’ng—/ / /Evem width ,
Charge-sensing particle detector—" // e wm W e e
Back housing—"
171~
72
173
174
175
176-|
§ a7
g 178 /\ -

184

7500 10000 12500 15000 1700 20000 22500 25000 27500 30000 32500 35000 3700 4

Raw 15t stage of CSPD™ signal

» Good respeonse to ion quantity.

+ It consists of ion information and circuit
property as the falling of peak.

Final output

Reconstruction & filtering :

o

Charge Sensing Particle Detector

E‘
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Image current
——— 1st stage output
Final output

T T 1
-0.0001 0.0001 0.0002

Time (s)

10+

] MW
R T T T T T T T T T T T T 1
7500 10000 12500 15000 17500 20000 22500 25000 27500 30000 32500 35000 37500 40000
M/Z

Reconstructed & filtered signal

» The circuit property has removed. The
signal responding to the detecting ions.

* Bad linearity to ion number




Al Phase-Synthesized MS Platform &

acromass SCIENTECH

D00..3 Alo Al1 AQ0 AD1 AOQ2 AO3 .
(00100 T 7o) (3) (2) (%) Schematic of setup
NI sbRIO FPGA BMA T SMA N SMA don T e
9626/9627 | [ s rocens anck Y
Handler ATI 9626/9627 MS Processor ;
] X Extension Board g lon signal
Phase |n e = = - SIOIOMORORORD
cPU — | Modulation DAG ™+ [ =B e
Waveform = W) [
Synthesiser ’ d @ E ]
‘ 4 LT 4] 1:/ 14/ ‘ o<l emomems is
Ethernet 8 8/ ’ i . : i JL 14 : [&]
/ NS 7 Quadrupole "
extAO ‘ ‘ DAC ‘ ‘ DAC ‘ ’ DAC ‘ fADﬂ Ethernet Ko s
J. A L | é > mli
s Amplifier {
™
_..4, ,-l:.-r-..-r-.,-r-. \ )S”’“ \ )S“" (’35”"“ (®)sus PC user Aux RF Charge-sensing
plo.7 Rly 0..7 extAD 0.7 RF1 RF2 RF3 Fal interface, High i particle detector

Amplifier Main RF

Event Script Editor

Start:: parameters...;
LaserTrigger:: parameters...;
Idle:: parameters...;
AuxScan:: parameters...;

MainAmpScan:: parameters...;

frequency jitter ~ 1e-4 !!

Stop:: ;
Trigger T
f TEEmEEEEEEEEEEEEEs .
Main RF g
— L
Waveform
DAQ | L

Main RF Amplitude

Start Idle Aux Scan Main RF Phase Scan St
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Wide & Linear Mass Range
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measured mass

dacromass SCIENTECH
0.00 L2l 0.040 Mass
= Y Y Insulin 5733 5856
Eo' Eo’ é 0.035
z 2 o z Cyto C 12327 12674
= b c 2 0.030
g 8 g Myoglobin 17200 17996
= . £ £ oos
Insulin aco] BSA [s[c BSA 66463 72077
oo 5500 6000 6500 7000 70000 75000 80000 85000 e 64000 68000 72000
1 1 1 1
IgG 160000 165580
miz (Th) miz (Th) miz (Th) :

Uncalibrated MALDI ion trap mass spectra of (a) insulin (5808 Da), (b) bovine serum
albumin (BSA, 66.5k Da), and (c) immunoglobulin G (IgG from bovine serum, ~160k Da,
Sigma-Aldrich). The mass spectra use unstable ejection with the main RF phase scan.

2.0E+0S
1gG
1.5E+05-
1.0E+05-
Insulin
5.0E+04 -
Myo. y = 1.0376x + 521.44
R2 = 0.9995
0.0E+00 1 ¥ ; : :
5.0E+04 1.0E+05 1.5E+05

nominal mass

500-500kDa !
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Bio-Medical/Nano-Material Market
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500-500k Da /!

mass range -
N Pollen q ‘ A
e.q., Period ' @ Human B —
i I.‘1 mm egg - -'"'—;"‘E?T"-":
BSA S Rl ’ ey J | Plant y
ovine Serum Albumin 60 ... Manoparticles ... Hanotut_]e Flu Virus 53:'315”3 -. —= cell ~ T
(66463 Da) | !1nrri. 720 Da) | (10-100rm) :1l}limm] qu[ﬂ y Aglerﬂal (10-100um)
sooon | ostoo 72000 TAcan 1A -~ inm 10nm 100nm um ?) Cancer
miz g m - % . Cell
. A - Red -
precision ='1 00 Da B2 water Glucose 1| Protein *I. Red (> 10um) <
Atom Lipids (<10nm) Antibody | Mitochondria g S
(det_ resolution ~ 10 D&} [0.1nm) [<5nm) [10-35nm) Vaccine [1um) (> Bum)
(10-100nm) P
- \\.“ ll.
{> 30 nm, > 1MDa ) Slicing, Extraction, .w_ L Lj
Bio-informatics L"""""""'"'E"t'"f"l'rjﬁ_l'r'eg'xl"f'ﬂ _______________________ protein complex <— el 7
statsucally correlated ... Xinking i extended vis LIAD
(~ 4-30 nm, > 3kDa) & Reduction .
protein mix ~ 500 kDa
T ting, . . - .
eparation. . high-resolution, sensitive detection . AcroMass MS *

(triple quad, ToF,
FTMS, orbitrap, ...}

LVEL L.

MSIMS!...
L_\*= fragment ladder

Much-extended mass range for more applications,
directly linking "Omics" research to entire bio-science!

R intact protein

[~ 200-4kDa)
peptide mix

lzolation,
Fragmentation, ...

Digestion

{~ 20-2kDa)
peptide fragments (amino acids, metabolites, ...)

of in vive, whole bio-molecules |1

... via ESI/MALDI/... ‘

~500 Da 1
how about BSA + Aus & BSA + Auzs
& ERE T Vs
E 1 x50 Applied BioSystems 4500
? 1 %100 Proteomics Analyzer
MALDI ToFToF ~ §-10 kDa

- m o -

-
i




All Lysozyme (143x0a) + AU cluster (s7axn) S

acromass SCIENTECH
I ————————————

Lysozyme-stab. gold nanoclusters (Lys-AuNCs) as functional nanomaterials

M+ A(mlz);ﬁﬁo Th (M2)+ A(m/z) ~1200 Th
| |
M+ = Am/fz=150Th - me'2='3°°”_’_ Am/z =

1 -.J ._.

114 | |"I' V T | 7 Wl

e | O R O S e NG
: f'J (2M)* Resolution:

{3[.,,1}1" x,.\ M) 10Da@100kDa
: ~.r

{4m Precision:
‘&'——A————ﬁ‘- 100Da@100kDa

KV | Thi

Mass spectrum (uncalibrated) of lysozyme + Au cluster — fast

screening of charge state (1™ stage CSPD signal)
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